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Education and Training

Education

09/2002-06/2005 BS, Biology, University of Hong Kong, Hong Kong, Hong Kong
09/2005-05/2010 PhD, Molecular Biology, Princeton University, Princeton, NJ

PostDoctoral Training

06/2010-09/2011 Postdoctoral Fellow, Integrative Genomics, Princeton University, Princeton, NJ

Academic, Administrative, Clinical and Military Appointments

Academic Appointments

10/2011-09/2012 Research Investigator, University of Michigan, Ann Arbor, Mi
10/2012-present Assistant Professor, University of Michigan, Ann Arbor, Ml

Research Interests

® Integrative Genomics

Grants

Current Grants

Michigan Alzheimer's Disease Core Center NIH
Co-I (Principal Investigator: Paulson)
09/2016-08/2021

Cross-disease brain image modeling Alzheimer's Association
Yuanfang Guan, PI
11/2015-03/2018

Mechanisms of Polyglutamine Neurodegenration NIH
Co-I (Principal Investigator: Paulson)
07/2015-06/2020

CAREER: On-line Service for Predicting Protein Phosphorylation Dynamics Under Unseen Perturbations NSF
Yuanfang Guan, PI
04/2015-09/2020

University of Michigan O'Brien Kidney Translational Core Center NIH
Co-I (Principal Investigator: Pennathur)
11/2013-10/2018

European Consortium for High-Throughput Research in Rare Kidney Diseases University of Heidelberg
Co-I (Principal Investigator: Kretzler)
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Past Grants

Integrating context-specific networks to predict ataxia genes NIH

Yuanfang Guan, Margit Burmeister, Pl
03/2013-06/2015
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Honors and Awards

International
2013
2014
2014
2014
2015
2015
2015
2016
2016

2017

National
2015

Institutional
2001
2002-2005

2004
2004
2004

2005
2005

2005

First place in DREAM Breast Cancer Network Inference - sub-challenge 2

First place in DREAM Alzheimer BigData Challenge #1

First place in DREAM Broad Institute Gene Essentiality Challenge - sub-challenge 2
First place in DREAM Rheumatoid Arthritis Challenge

First place in DREAM ALS Stratification Prize4Life Challenge

First place in DREAM Olfaction Challenge

First place in DREAM Prostate Cancer Challenge - sub-challenge 2

First place in DREAM AstraZeneca Drug Combination Prediction Challenge

First place in ICGC-TCGA-DREAM Somatic Mutation Calling Challenge -- Tumor
Heterogeneity and Evolution

First place in DREAM ENCODE Transcription Factor Binding Site Prediction Challenge

NSF CAREER AWARD

First Prize Scholarship (for ranking number 2 in China National College Entrance Exam)

Hong Kong Jockey Club scholarship (full fellowship for 3-year undergraduate study in
HKU)

BSc Class of 1971 Prize (the best student in Physical Sciences, among those completing
BSc 2nd year in HKU)

Dr. Sprint Chen Memorial Prizes in Botany (for ranking 1st in GPA among 2nd year of BS
major or minor in Biological Sciences in HKU)

Li Po Kwai Scholarships (for ranking 1st in GPA in 2nd year of BS in HKU who major or
minor in physics)

Dean's Honours List

Lee Chung Yin Jubilee Prize in Zoology (for ranking firstin GPA among BS 3rd year
students major or minor in biological science in HKU)

Li Po Kwai Scholarships (for ranking 1st in GPA in 3rd year of BS in HKU who major or
minor in physics.)

Editorial Positions, Boards, and Peer-Review Service

Study Sections

International
2015-present
2017-present

Journal Reviewer

2010-present
2012-2013
2012-present
2013-present
2013-present
2013-present
2013
2014-present
2014-present

Yuanfang Guan

Natural Sciences and Engineering Research Council of Canada (NSERC) (Ad Hoc)
Alzheimer's Foundation (Ad Hoc)

Bioinformatics (Ad Hoc)

PSB (Ad Hoc)

PLoS One (Ad Hoc)

BMC systems biology (Ad Hoc)
Bioanalysis (Ad Hoc)

PLoS Computational Biology (Ad Hoc)
BMC Bioinformatics (Ad Hoc)

BMC Genomics (Ad Hoc)

Molecular and Cellular Biology (Ad Hoc)
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2014-present Proteomics (Ad Hoc)

2015-present Computers in Biology and Medicine (Ad Hoc)
2016-present Cell (Ad Hoc)
2017-present BioData Mining (Ad Hoc)

Teaching

Graduate Student
09/2012-present Ridvan Eksi, Ph.D., University of Michigan
09/2015-04/2017 Zhengnan Huang, Master, University of Michigan
09/2015-present Hongjiu Zhang, Ph.D., University of Michigan
09/2016-present Marlena Duda, Ph.D., University of Michigan
01/2017-present Tingyang Li, Ph.D., University of Michigan
03/2017-present Hongyang Li, Ph.D., University of Michigan

Postdoctoral Fellow

09/2012-06/2015 Hongdong Li, Postdoc, University of Michigan
03/2013-06/2015 Fan Zhu, Postdoc, University of Michigan

Undergraduate Student
09/2012-09/2013 Benjamin Toll, B.S., University of Michigan

Teaching Activity

Institutional

09/2014-present BIOINFO603 Journal Club
09/2015-present BIOINFOS585 Machine Learning

Dissertation Committees

2015 Avinash Kumar Shanmugam, Proteomics, University of Michigan, DCMB, Committee
Member

2017 Andy Kong, Computational strategies for proteogenomics analyses, University of Michigan,
DCMB, Committee Member

Present Chengxin Zhang, Protein structure prediction, University of Michigan, DCMB, Committee
Member

Present Hongjiu Zhang, Cancer genomics, University of Michigan, DCMB, Chair

Present Ridvan Eksi, Novel isoform discovery in nephrotic syndrome, University of Michigan,
DCMB, Chair

Present Shengcheng Dong, Regulatory Genomics, University of Michigan, DCMB, Committee
Member

Visiting Professorships and Extramural Invited Presentations
Other

1. Predicting isoform function through multiple instance learning, ISMB, July 2014, Boston, MA

2. A strategy to select most informative biomarkers for cancer cell lines, RECOMB RegSysGen, November
2014, San Diego, CA

3. Predicting discontinuation due to adverse effect in mCRPC, RECOMB RegSysGen, November 2015,
Philadelphia, PA

4. Predicting ALS survival through complete ranking of censored data, RECOMB RegSysGen, November
2015, Philadelphia, PA

5. Predicting olfaction response for each individual, RECOMB RegSysGen, November 2015, Philadelphia,
PA
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